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<160> 8 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 1 

taagaattcg ggtagtacac gcaaggatgg g 

<210> 2 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 2 

cgtttccatg gtcttaccac cttttaaaag taatag 

<210> 3 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 3 

aggtggtaag accatggaaa cgaaaatgac tggaacg 

<210> 4 
<211> 37 
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<212>, DNA 
' <213> Artificial Sequence 

:/ 

<220> ' 
<223> Primer 

<400> 4 

aggagaaact cgagacttcg cgctttactt 

<210> 5 

<211> 56 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 

<400> 5 

cgctgagatc attctggcca ccgccaccct 

<210> 6 
<211> 55 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 6 

ccatttacaa agggtggcgg tggccagaat 

<210> 7 
<211> 55 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 7 

gtttaattac tttaccgcca ccgcctttgg 

<210> 8 
<211> 55 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 8 

cctcgtagcc aaaggcggtg gcggtaaagt 



cttccgg 37 



ttgtaaatgg tcctattcga aatgtc 56 



gatctcagcg tttttaatga atacg 55 



ctacgaggtt gctttcagcg gtaac 55 



aattaaactc gaagatttgc tcggc 55 
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